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         1 TATGTCCGCG GAACGAGAGA TTCCCGCCGA GGACAGCATC AAAGTGGTCT GCCGATTCCG 
        61 ACCGCTGAAC GACAGCGAAG AGAAGGCCGG CTCCAAGTTC GTGGTCAAGT TCCCCAACAA 
       121 TGTGGAGGAG AACTGCATAT CCATAGCGGG CAAGGTGTAT TTGTTCGACA AGGTCTTCAA 
       181 ACCGAATGCA TCCCAGGAAA AGGTCTACAA TGAGGCGGCC AAGTCCATTG TTACGGATGT 
       241 CCTGGCCGGG TACAATGGAA CGATATTCGC ATATGGTCAG ACGTCCTCCG GAAAAACGCA 
       301 TACGATGGAG GGCGTGATCG GGGACTCCGT AAAACAGGGT ATCATACCAC GTATCGTCAA 
       361 CGACATTTTC AATCACATCT ACGCGATGGA GGTGAACCTG GAGTTTCACA TCAAGGTCTC 
       421 CTACTACGAG ATCTACATGG ACAAGATTCG AGATCTGTTG GACGTCTCCA AGGTGAACCT 
       481 TAGTGTGCAC GAGGATAAGA ACCGGGTGCC GTACGTCAAG GGCGCTACGG AACGGTTCGT 
       541 CTCGTCGCCG GAGGATGTTT TCGAGGTGAT CGAGGAGGGC AAATCCAATC GTCACATCGC 
       601 TGTGACAAAC ATGAACGAGC ATTCTTCGCG ATCCCACTCA GTATTCCTTA TCAATGTGAA 
       661 GCAGGAGAAC CTGGAGAACC AGAAGAAACT ATCCGGCAAA CTCTACCTGG TGGATTTGGC 
       721 CGGTTCCGAG AAGGTTTCCA AGACTGGAGC GGAGGGAACC GTTCTTGATG AAGCCAAGAA 
       781 CATCAACAAG TCGCTGTCGG CCTTGGGCAA CGTAATTTCT GCCCTGGCGG ACGGAAACAA 
       841 AACGCACATC CCCTACCGTG ATTCCAAGCT AACGCGCATC CTGCAGGAGT CGCTGGGAGG 
       901 CAACGCACGC ACAACCATCG TCATCTGCTG CTCTCCAGCC AGTTTCAACG AATCTGAAAC 
       961 GAAGTCAACG CTGGACTTCG GTCGTAGAGC CAAGACAGTG AAGAACGTGG TCTGCGTTAA 
      1021 CGAGGAGCTT ACTGCCGAGG AATGGAAGCG ACGCTATGAA AAGGAGAAGG AAAAGAACGC 
      1081 CCGACTAAAG GGTAAGGTGG AGAAGCTGGA GATCGAGCTT GCGCGCTGGA GAGCGGGTGA 
      1141 AACTGTTAAG GCGGAGGAGC AAATCAACAT GGAGGATCTC ATGGAGGCAA GCACGCCCAA 
      1201 CCTGCGCAAG GCCATGGAAG CGCCAGCAGC AGCGGAAATC AGTGGTCACA TCGTACGTTC 
      1261 CCCGATGGTT GGTACTTTCT ACCGCACCCC AAGCCCGGAC GCAAAAGCGT TCATCGAAGT 
      1321 GGGTCAGAAA GTCAACGTGG GCGATACCCT GTGCATCGTT GAAGCCATGA AAATGATGAA 
      1381 CCAGATCGAA GCGGACAAAT CCGGTACCGT TAAAGCTATC CTTGTTGAAT CTGGTCAGCC 
      1441 GGTTGAATTC GACGAACCGC TTGTTGTTAT CGAATTATCT GAGACTAGTG GGCACCACCA 
      1501 TCACCATCAC TGACAAGCTT ATCGATGATA AGCTGTCAAA CATGAGAATT AAATCAATCT 
      1561 AAAGTATATA TGAGTAAACT TGGTCTGACA GTTACCAATG CTTAATCAGT GAGGCACCTA 
      1621 TCTCAGCGAT CTGTCTATTT CGTTCATCCA TAGTTGCCTG ACTCCCCGTC GTGTAGATAA 
      1681 CTACGATACG GGAGGGCTTA CCATCTGGCC CCAGTGCTGC AATGATACCG CGAGACCCAC 
      1741 GCTCACCGGC TCCAGATTTA TCAGCAATAA ACCAGCCAGC CGGAAGGGCC GAGCGCAGAA 
      1801 GTGGTCCTGC AACTTTATCC GCCTCCATCC AGTCTATTAA TTGTTGCCGG GAAGCTAGAG 
      1861 TAAGTAGTTC GCCAGTTAAT AGTTTGCGCA ACGTTGTTGC CATTGCTACA GGCATCGTGG 
      1921 TGTCACGCTC GTCGTTTGGT ATGGCTTCAT TCAGCTCCGG TTCCCAACGA TCAAGGCGAG 
      1981 TTACATGATC CCCCATGTTG TGCAAAAAAG CGGTTAGCTC CTTCGGTCCT CCGATCGTTG 
      2041 TCAGAAGTAA GTTGGCCGCA GTGTTATCAC TCATGGTTAT GGCAGCACTG CATAATTCTC 
      2101 TTACTGTCAT GCCATCCGTA AGATGCTTTT CTGTGACTGG TGAGTACTCA ACCAAGTCAT 
      2161 TCTGAGAATA GTGTATGCGG CGACCGAGTT GCTCTTGCCC GGCGTCAACA CGGGATAATA 
      2221 CCGCGCCACA TAGCAGAACT TTAAAAGTGC TCATCATTGG AAAACGTTCT TCGGGGCGAA 
      2281 AACTCTCAAG GATCTTACCG CTGTTGAGAT CCAGTTCGAT GTAACCCACT CGTGCACCCA 
      2341 ACTGATCTTC AGCATCTTTT ACTTTCACCA GCGTTTCTGG GTGAGCAAAA ACAGGAAGGC 
      2401 AAAATGCCGC AAAAAAGGGA ATAAGGGCGA CACGGAAATG TTGAATACTC ATACTCTTCC 
      2461 TTTTTCAATA TTATTGAAGC ATTTATCAGG GTTATTGTCT CATGAGCGGA TACATATTTG 
      2521 AATGTATTTA GAAAAATAAA CAAATAGGGG TTCCGCGCAC ATTTCCCCGA AAAGTGCCAC 
      2581 CTGACGTCTA AGAAACCATT ATTATCATGA CATTAACCTA TAAAAATAGG CGTATCACGA 
      2641 GGCCCTTTCG TCTTCAAGAA TTAAAAGGAT CTAGGTGAAG ATCCTTTTTG ATAATCTCAT 
      2701 GACCAAAATC CCTTAACGTG AGTTTTCGTT CCACTGAGCG TCAGACCCCG TAGAAAAGAT 
      2761 CAAAGGATCT TCTTGAGATC CTTTTTTTCT GCGCGTAATC TGCTGCTTGC AAACAAAAAA 
      2821 ACCACCGCTA CCAGCGGTGG TTTGTTTGCC GGATCAAGAG CTACCAACTC TTTTTCCGAA 
      2881 GGTAACTGGC TTCAGCAGAG CGCAGATACC AAATACTGTC CTTCTAGTGT AGCCGTAGTT 



      2941 AGGCCACCAC TTCAAGAACT CTGTAGCACC GCCTACATAC CTCGCTCTGC TAATCCTGTT 
      3001 ACCAGTGGCT GCTGCCAGTG GCGATAAGTC GTGTCTTACC GGGTTGGACT CAAGACGATA 
      3061 GTTACCGGAT AAGGCGCAGC GGTCGGGCTG AACGGGGGGT TCGTGCACAC AGCCCAGCTT 
      3121 GGAGCGAACG ACCTACACCG AACTGAGATA CCTACAGCGT GAGCATTGAG AAAGCGCCAC 
      3181 GCTTCCCGAA GGGAGAAAGG CGGACAGGTA TCCGGTAAGC GGCAGGGTCG GAACAGGAGA 
      3241 GCGCACGAGG GAGCTTCCAG GGGGAAACGC CTGGTATCTT TATAGTCCTG TCGGGTTTCG 
      3301 CCACCTCTGA CTTGAGCGTC GATTTTTGTG ATGCTCGTCA GGGGGGCGGA GCCTATGGAA 
      3361 AAACGCCAGC AACGCGGCCT TTTTACGGTT CCTGGCCTTT TGCTGGCCTT TTGCTCACAT 
      3421 GTTCTTTCCT GCGTTATCCC CTGATTCTGT GGATAACCGT ATTACCGCCT TTGAGTGAGC 
      3481 TGATACCGCT CGCCGCAGCC GAACGACCGA GCGCAGCGAG TCAGTGAGCG AGGAAGCGGA 
      3541 AGAGCGCCTG ATGCGGTATT TTCTCCTTAC GCATCTGTGC GGTATTTCAC ACCGCATACA 
      3601 GATCTGTATG GTGCACTCTC AGTACAATCT GCTCTGATGC CGCATAGTTA AGCCAGTATA 
      3661 TACACTCCGC TATCGCTACG TGACTGGGTC ATGGCTGCGC CCCGACACCC GCCAACACCC 
      3721 GCTGACGCGC CCTGACGGGC TTGTCTGCTC CCGGCATCCG CTTACAGACA AGCTGTGACC 
      3781 GTCTCCGGGA GCTGCATGTG TCAGAGGTTT TCACCGTCAT CACCGAAACG CGCGAGGCCC 
      3841 AGCGATTCGA ACTTCTGATA GACTTCGAAA TTAATACGAC TCACTATAGG GAGACCACAA 
      3901 CGGTTTCCCT CTAGAAATAA TTTTGTTTAA CTTTAAGAAG GAGATATACA  


